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SNPCIlinic software v.1.0

PROBLEM ()

How to discover in silico regulatory SNPs in human genes
saving R & D costs and time?
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« Upto 184 human cell lines
e Up to 559 transcription factors

 Running time: <5 sec/gene, 40 SNPs/sec

e Ethnic population targeting, cell-line specific

« Discovery of rSNP-transcription factor-cell line combinations
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APPLICATIONS [

Preclinical/

clinical assays



SNPCIlinic software v.1.0

REAL-TIME DEMO

*Para ver el contenido del video,
instale la version reciente de Flash®
Player. .
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Example No.1. Predicting side effects by rSNPs
In pharmacogenes

CYP2AS affinity Imp HR HWF FIF Abs FIF
000 s 21.6029242 1 1 216 21.603
© 21.6029242 1 1 216 21.603
100 - 19.5022555 1 1 195 19.502
o 14.7055795 1 1 14.71 14.706
3 14.7055795 1 1 14.71 14.706
10 5 110489385 1 1 11.05 11.049
-10.546082 1 1 -10.55 10.546
R -10.435373 1 1 -10.44 10.435
c. 19.5022555 2 0.5 9.751 9.7511
148664646 2 05 7.433 7.4332
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Differentially ) * Putative
expressed ' ISNPs in D
pharmacogenes chromatin 4 genes™*

(kidney, liver)*

*Chhibber et al., 2017.

**Chéavez Alvarez et al., in process. sn Cl n
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Example No. 2. Drug target discovery
+ Companion diagnhostics In psoriasis

Common Novel
genes SNPs "'| putative
involved in talfjgrlejg**
psoriasis

SN [@iglle
* Flores Saiffe et al., in process.

**Cell lines involved/analyzed in psoriasis: keratinocytes, dendritic and T cells

Putative
rISNPs*

Companion
iagnostics
assays
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